Estimating prevalence by group testing using generalized linear models.
A method is described for estimating prevalence by group testing using generalized linear models. This provides a simple way of analysing such data using widely available software. Existing methodology to correct for overdispersion using quasi-likelihoods is applied to the group testing model. The methods are illustrated by an estimation of salmonella contamination in eggs, and of yellow fever virus infection in a mosquito population.